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Rikako Yamauchi, PhD, Neusignal Therapeutics Inc.
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13:00-13:05 [H&KE | RREHXE EHENFNARA 8 BE #ia
“Opening Remarks” Kouji Matsushima, MD, PhD, Professor, Research Institute for
Biomedical Sciences, Tokyo University of Science

13:05-13:15 (GRS BILFMRM 81K EREHERIDISA MR &85
“Organizing Purposes” Tomonobu Koizumi, PhD, Portfolio Manager, Program for Drug
Discovery and Medical Technology Platforms, RIKEN
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“Gene therapy using genome-edited iPS cells for targeting malignant glioma” Masahiro
Toda, MD, PhD, Professor, Department of Neurosurgery, School of Medicine, Keio
University
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RRKFE XFREBFRIARE 28 FK #
“The development of innovative genome-editing tools by using synthetic and structural
biology” Osamu Nureki, PhD, Professor, Department of Biophysics and Biochemistry
(UG), Department of Biological Sciences (GR), Graduate School of Science, The
University of Tokyo

14:55-15:40 3. [PPRAV)I\JBZAWEHA R RNA JVU—iRERIMT O]
IF1YNIA-AURERF—-I70/)05-AT19— N\K N
“Development of gRNA-free editing technology using PPR proteins” Yusuke Yagi, PhD,
Chief Technology Officer, EditForce, Inc.



Break
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“Gene Therapy for genetic disorders of thrombosis and hemostasis” Tsukasa Ohmori,
MD, PhD, Professor, Department of Biochemistry, Jichi Medical University School of
Medicine

16:35-17:20 5. [CRISPR-Cas3 ¥YUF(IC LB RERS /AMREGBRERDIBE]
RREAFENFRRM RREVIATRES SESHMS/ LARARDE Bk ET Mt
“Establishment of a secure genome editing therapy platform using the CRISPR-Cas3
modality” Tomoji Mashimo, PhD, Professor, Division of Animal Genetics, Institute of
Medical Science, the University of Tokyo

17:20-17:30 TEARKRE ] BTV NS ARERAS ARI-YMRE F 25
“Closing Remarks” Kiyotoshi Mori, PhD, Head of Research Unit, R&D Division, Kyowa
Kirin Co. Ltd.
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